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2.2 Oxidative Decarboxylation

LRFI~~;U?=Lnaau~aanr~;37n  mitochondria '&J-I  c~-ketoglutaric  acid%Qn
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ADP + Pi Energy  - ATP + H20 (2)
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3. Pentose Phosphate Pathway
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5 phosphate, sedoheptulose-7-phtisphate,  erythrose-4-phosphate, 3-PGAL
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