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(3-PGAL - glucose) : (3-PGAL -RDP) = 1:5

uvi glucose 1 mole E 3-PGAL 2 moles

n?e (3-PGAL  -glucose) = 2 moles

:. (3-PGAL - RDP) = 5x2 moles
1

= 10 moles

3-PGAL 6 moles t RDP 3 moles a co2 3 moles

.
. . 3-PGAL 12 moles _= RDP=3x12  moles E

6
C02=3x12  moles

6

3-PGAL 12 moles E RDP 6 moles G co2 6 moles
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z ATP 18 moles

glucose 1 mole E ATP 18 moles
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w
r4un~mna~o~o  L& Hatch & Slack pathway, C4-cycle n%  C -4

dicarboxylic acid pathway

dicarboxylic acid tI 1

I 1 I I

I CO, + RuDP  - 3.PGA  -- .e  Sugar. Starch I
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acid nXUt<i<  mesophyll tla~t&JUtiru PEP TWijtaU~?l; pyruvate

orthophosphate dikinase tc&o E;?un7;uaUrPI~anT~~~a~9u  bundle

sheath ?:nitifjnfuitlu  RDP l&J15  3-PGA  ~V~x&lJ~u?u  C3-pathway

t~aQ;7VaiSmi;ua1aimS~~a~~ (QJLF! 5 .) G&Z pathway ttUUi?Inlttn'  ;71-
I

Twmtta~aao

( 2 )  wandaau thrindn~u~7n  PEP n'7~nfulKumi;uaulm~an-

bJn'wln' OAA rr& 0A.A .?~LlJ&luL3u  AA tihr&u'ln~  P;am AA artmdau

t,-ti bundle sheath. AA 'lu bundle sheath a::tu~uunXuuuirSu OAA

" I .
?hm4undu  tta?  OAA ~xwnM~‘~n  ppuvic acid f’iuniswu~n&n~wi  Pyruvic

acid dtl2&u~z'Xut~-t~  mesophyll rtaz.tl&JuratJ PEP ~in~umi&N-

rrn~anr~ln~=t~ln~~lln~lllnu  RDP tdaa;7u~i5rni;uarat~~n~a~~  (Q@ 6 )

K2a&uMZ pathway
" I

ttuu?Ylmtn Panicum  maximum ttaz Chloris

gw=a
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co, + R&P  -t  3.PGA  --e  Swr.  Swch

2.d  6 ttawl C4-pathway  &@\J  tnm AA tRn&;l’Lu  m e s o p h y l l  WLLQ?  L m&d
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5. Crqssulcean Acid hetabolikm  (CAM)



Agavaceae Bromeliaceae

Liiiaceae Orchidaceae

(2)  la’lu1&Ju~  rm’tr~~vdn~lum5:Qa~l~  7 mui
Aizoaceae Asclepadaceae

Cactaceae Caryophyllaceae

Chenopodiaceae Compositeae

Convolvulaceae Crassulaceae

Euphorbiaceae Portulaceae

Vitaceae

wu$?jn4ui  CAM ~-r:nou&;7u  n~x&nsn’LuMd&  (dark acidication)

n75?&srn?u&rn (dark deacfdication)
I

ua=n75~~nsrn9u~~~uao

(light  deacidication) a&8 +.rnaunio8ulu
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I
(nj Pyruvic acid d ~iTnnlupnui~fl%~u tricarboxylic

acid cycle (TCA cycle)n"s.i~w~nr&ciurh PEP LLBZ PEP M" LFi"6.l

o7sgnuiltil*?Lu glycolic acid cycle n'io PEP mw5un7~uouln~an-

1&*"4kLll~
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