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gﬂﬁ 2—1 Energy diagram for a chemical reaction, uncatalyzed and catalyzed
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Enzyme octivity
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Enzyme octivity

Enzyme conceniration Subsirole concentralion

gﬂﬁ 2--3 ). Effect of enzyme concentration on rate of activity. With highly purified enzymes there exists,
within limits, a linear relationship between amount of enzyme and amount of activity.
Y. Effect of substrate concentration on rate of enzyme activity. Note that the rate increases rapidly
with initial increases in substrate. Further increases in substrate concentration have no
effect on rate; the rate becomes independent of substrate concentration.
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gﬂﬁ 9—4 . Effect of pH on enzyme activity. Maximum activity occurs at a particular pH, and deviations
from it cause decreased activity.
4. Effect of temperature on enzyme aclivity. Starting at a low temperature, the rate increases
with the rising temperature until the optimum is reached. Further increases result in decreased
activity and eventual destruction of the enzyme.
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(Redrawn from E.F. Gale, ''The Chemical
Activities of Bacteria, Academic Press inc.,
New York, 1952.)
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